Key indicators: single-crystal X-ray study; T = 297 K; mean (C-C) = 0.004 Å; R factor = 0.050; wR factor = 0.115; data-to-parameter ratio = 17.4.
In the title benzene-solvated heteroleptic lithium complex, [Li(C 25 H 21 P 2 S 2 )(C 10 H 8 N 2 )]ÁC 6 H 6 , the Li I ion is four-coordinated in a distorted tetrahedral geometry by two S atoms and two N atoms of the two chelating ligands, viz. bis(diphenylthiophosphinoyl)methyl and 2,2 0 -bipyridine. The 2,2 0 -bipyridine molecule is slightly twisted with a dihedral angle between the pyridine rings of 7.35 (12) . Intramolecular C-HÁ Á ÁS hydrogen bonds are present. In the crystal, molecules are stacked along the c axis by -interactions, with centroidcentroid distances of 3.6021 (15) and 3.6401 (16) Å . The crystal structure also features weak C-HÁ Á Á interactions. 
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Crystal data [Li(C 25 Table 1 Hydrogen-bond geometry (Å , ).
Cg3, Cg6 and Cg7 are the centroids of the C11-C16, C30-C35 and C36-C41 rings, respectively. Chivers, 2012) . The six-membered ring Li1-S1-P1-C23-P2-S2 adopts a twisted boat conformation. The 2,2′-bipyridine ring system (C1-C10/N1-N2) is slightly twisted with the dihedral angle between the two pyridine rings being 7.35 (12)°.
The dihedral angle between the two C11-C16 and C17-C22 benzene rings is 86.24 (2)° whereas that between the C24-C29 and C30-C35 benzene rings is 85.99 (12)°. The bond lengths of ligand are within normal ranges (Allen et al., 1987) .
Intramolecular C-H···S hydrogen bonds are observed ( Table 1 ).
The arrangement of molecules in crystal structure of (I) is illustrated in Fig. 2 . (Table 1) .
An n-hexane (2 mL) solution of n-C 4 H 9 Li (0.5 M; 1 mmol) was slowly added into a benzene (10 mL) solution of bis(di- 
Refinement
Al H atoms were placed in calculated positions with d(C-H) = 0.95 Å and U iso (H) = 1.2U eq (C). 
Computing details
Figure 1
The asymmetric unit of the title compound showing 45% probability displacement ellipsoids.
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Figure 2
The crystal packing of the title compound viewed along the a axis, showing the arrangement of the molecules. H atoms are omitted for clarity.
Figure 3
The crystal packing of the title compound showing the molecular stacking along the c axis. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Symmetry codes: (i) −x, −y+1, −z; (ii) −x+1, −y+1, −z; (iii) −x+1, −y+2, −z.
